SSPEIZE [+ HApo EXEIZFDRET
FRA S EXERAZNRH BRE—
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Apolipoprotein (Apo) E2, E3, E4ld, Apo EQ7 AV I7+—LTHY
Apo EiBIZFDC112RERT158CELNVI2DDSNPTHRESNTLNVS
NTOBALFTl&. CCHE2, CR(wild type)HE3. RRAE4AZX} i

rs429358 TGC = CGC 112Cys = Arg rs7412 CGC = TGC 158Arg = Cys
D GenotypedH LU Allelesfi E D Genotyped LU Alleles &
Control&¥ SSPE® Pf& Control# SSPE# P&
Genotype#i Genotype#fE
Cys/Cys 49 (98%) 40 (100%) ArglArg  41(82%) 30 (75%)
Cys/Arg 1 (2%) 0 (0%) Arg/Cys 8 (16%) 10 (25%)
Arg/Arg 0 (0%) 0 (0%) Cys/Cys 1 (2%) 0 (0%)
Total 50 40 n.s. Total 50 40 n.s.
Allele$f & Allele$fi &
Cys 99 (99%) 80 (100%) Arg 90 (90%) 70 (88%)
Arg 1 (1%) 0 (0%) Cys 10 (10%) 10 (13%)
n.s. n.s.
Apo E s#E{EZFDhaplotypefi i Apo E i&{=Fdiplotypef##T
Control# SSPEE PiE Control# SSPEH PiiE
haplotype#f diplotypesf
E2 (Cys/Cys) 8 (8%) 10 (13%) E2/E2 1 (2%) 0 (0%)
E3 (Cys/Arg) 91 (91%) 70 (88%) E2/E3 7 (14%) 10 (13%)
E4 (Arg/Arg) 1 (1%) 0 (0%) E3/E3 41 (82%) 30 (88%)
Total 100 80 n.s. E2/E4 1 (2%) 0 (0%)
Total 50 40 n.s.
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